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Overview for Breeders





- CottonGen’s primary mission is to support research by 
connecting datasets

- How can CottonGen be useful to you???
- BIMS for cotton breeding
- Identify genetic markers to track traits
- Compare results of previous work with your own (e.g. QTLs)
- DNA sequence analysis (BLAST, PATHWAYS, sequence 

retrieval)
- Recent publications

Community Databases Increasingly Important
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Integrated Data Facilitates Discovery and Application

Basic Science



– Hosts the ICGI website within it and serves as a 
communication portal for cotton GGB science

– It is funded by a partnership between the 
cotton industry and federal programs 

About CottonGen

http://www.cottoninc.com/
http://www.cottoninc.com/


Data Available on CottonGen

– Genomics Data
• Annotated genome sequences  (A2, D5, AD1, and AD2)  
• Annotated RNA Seq reference transcriptomes (A2, D5, AD1, and AD2)
• Annotated Gossypium EST unigene
• CottonCyc metabolic pathways (D5 and AD1)
• Synteny (D5 and AD1)

– Genetics and Breeding Data
• 103 genetic maps
• 404K genetic markers
• 1026 QTLs
• 16K germplasm from GRIN, NCGC, China, Uzbekistan, etc. collections
• 12K digital images of 2K germplasm from USDA-ARS NCGC
• 492K trait scores from evaluations of US NCGC, GRIN, China and Uzbekistan
• 60K trait scores for 20 fiber traits from 14 years of RBTN trials (newly added)



1. As reviewers and editors, please require data 
submission to CottonGen. Receive a 
CottonGen ID number.

2. As you design and publish your experiments, 
use common descriptors and methods

3. Use CottonGen! It is your resource. It is 
excellent.

3 Takehome points of CottonGen



Tools Available on CottonGen

– Implemented Tools 
• Sequence BLAST Search
• Genome Browsers
• Pathway Cyc
• Map Comparison
• Sequence Retrieval

– Query search pages for
• Gene and transcripts
• Germplasm
• Marker
• publication
• QTL
• Phenotype data



http://www.cottongen.org



Species Dropdown: Links to Species Data and Tools



Data Dropdown: Cotton TO & NCGC Std. rating scales



Data Dropdown: Cotton TO & NCGC Std. rating scales



Query Examples



Marker Search



Search Marker on Nearby QTLs



Find QTL(s) of SI that mapped on Chrom 23

Search Dropdown
→ Search QTLs



Find QTL(s) of SI that mapped on Chrom 23



Further exploration on germplasm ‘7263 NLLY’



Find all germplasm with okra leave shape

Search Dropdown 
→ Trait Evaluation → Search Qualitative Traits



Trait Evaluation Search 
→ select trait=leaf shape (NCGC) & value=okra → Search

Find all germplasm with okra leave shape



Further exploration on germplasm ‘7263 NLLY’

Find all germplasm with okra leave shape



CottonGen BLAST Home Page



Future Work - MapViewer



Future Work - 2002-2016 non-fiber trait data



Future Work – Integration of genomic information



Future Work

• Genomic information

• Adding RBTN 2002-2016 non-fiber trait data

• Further development of cotton breeding tools 
(BIMS)

• Collection and curation of more genetic maps, 
markers and QTLs

• Implementing new Map Viewer


