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Fig 3. Polymorphisms analysis of SCAR marker P4M12 in mapping
parents and individuals. 
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Fig 1. Polymorphisms analysis using AFLP markers
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BLAST results- sequences of CIR316 and CIR069

Chromosome 11 =  Scaffold-7 of Gossypium raimondii (59.7Mb)

CIR316 CIR069

810 Kbp



Target Region only

Whole Telomeric Region (2.7Mb)

Target Region

CIR316 CIR069



Sequence location of the AFLP marker (E14M27)
Artemis Genome viewer

CIR316 CIR069



Sequence location of the new AFLP marker (E14M27)
Artemis Genome viewer

CIR316 CIR069E14M27



Sequence location of the new AFLP marker (E14M27)
Artemis Genome viewer

CIR316 CIR069E14M27 451 Kbp358 Kbp



CDS (Coding DNA Sequences) or the ORF (Open Reading Frames) in this region

Six frame translation show that-
299 CDS are present between CIR316 and CIR069
61 CDS are present between E14M27 and CIR069 

184 SSRs are present between CIR316 and CIR069
130 SSRs are present between E14M27 and CIR069 



Challenges: 810 Kbp between flanking markers



Wendel and Cronn 2002

Challenges: A genome (1.75Gb) is about twice the
size of D genome (880Mb)



Challenges: chromosomal structural rearrangements
between D vs At genome

Desai et al. 2006



Desai et al. 2006

Challenges: chromosomal structural rearrangements
between D vs At genome



~ 3 Kb Gap

>1 Kb Gap

Challenges: no annotation and gaps in the sequence
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