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What is CottonGen?

A new cotton community database to further enable
basic, translational and applied cotton research.

Built using the new open-source Tripal database
infrastructure used by several other databases

Consolidate and expand CottonDB and CMD to include
transcriptome, genome sequence and breeding data

CottonDB still available for easy transition



CottonGen Structure

Content Management System
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CottonGen Homepage
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Gene/Sequence Search

Gene/Sequence Search

Gene/Sequence InterPro Gene Ontology KEGG

b Genel/Sequence Search Criteria

21,698 records were returned. Download the results

Feature Name
Gossypium_Contigl
Gossypium_Contig10
Gossypium_Contig100
Gossypium_Contig1000
Gossypium_Contig10000
Gossypium_Contig10001
Gossypium_Contig10002
Gossypium_Contig10003
Gossypium_Contig10004
Gossypium_Contig10005
Gossypium_Contig10006
Gossypium_Contig10007
Gossypium_Contig10008
Gossypium_Contig10009

Common Name

Gossypium_Contigl
Gossypium_Contig10
Gossypium_Contig100
Gossypium_Contig1000
Gossypium_Contig10000
Gossypium_Contig10001
Gossypium_Contig10002
Gossypium_Contig10003
Gossypium_Contig10004
Gossypium_Contig10005
Gossypium_Contig10006
Gossypium_Contig10007
Gossypium_Contig10008
Gossypium_Contig10009

Type
cantig
contig
caontig
cantig
caontig
contig
contig
contig
contig
contig
caontig
contig
contig

contig

Source

Gossypium unigene v1.0
Gossypium unigene v1.0
Gossypium unigene v1.0
Gossypium unigene v1.0
Gossypium unigene vi1.0
Gossypium unigene v1.0
Gossypium unigene v1.0
Gossypium unigene vi.0
Gossypium unigene v1.0
Gossypium unigene v1.0
Gossypium unigene vi.0
Gossypium unigene v1.0
Gossypium unigene v1.0

Gossypium unigene vi1.0




Gene/Sequence Page

Gossypium_Contig1 (contig) Gossypium spp.

ExPASy Swiss-Prot Homologs

Analysis Date: 2012-10-03 (Blastx of Gossypium unigene v1.0 contigs vs UniProtKB/Swiss-Prot)

Best 10 Hits Shown

Click a description for more details

Match Name E value Identity  Description

Gossypium_Contig1 (contig) Gossypium spp.

contig Details

Name
Unique Hame
Type

Organism

Gossypium_Contigl
Gossypium_Contigl
caontig

Gossypium spp. (Cotton)

Resources y

+ contig Details

e ExPASy Swiss-Prot
Homologs

¢ Populus trichicarpa v2.0
Homologs
Prunus Persicav1.0

Resources

contig Details

ExPASy Swiss-Prot
Homologs

Populus trichicarpa v2.0
Homologs

Prunus Persica v1.0
Homologs

Vitis vinifera Homologs
TAIR10 Homologs
Analyses




Species Page

Gossypium spp.

: Gossypium spp.

Germplasm Resources

The following stocks are available for this organism. ¢ Species Details

Gossypium spp.

Data Type Summary Resources

The following data types are currently present for this organism Species Details

Maps
Germplasm
Data Type Summary

L

L
Feature Type .
L
genetic_marker
primer
marker_|locus
linkage group
sequence_feature

QTL

heritable_phenotypic_marker

chromosome_arm




Gene/Sequence Search cont.

43 records were returned.

Gossypium unigene v1.0

Unigene Details

Analysis Hame
Unigene Name
Software
Source

Date constructed

Materials & Methods

Gossypium unigene v1.0

Gossypium unigene v1.0

CAP3

Genbank Gossypium ESTs (September 16, 2012)
2012-09-27

This is the first version of the Gossypium unigene. This build was used many
sequencing projects around the world are depositing ESTs from the genus
Gossypium in the MCBI dbEST database. The Gossypium ESTs included in
this assembly were downloaded on September 16, 2012.

Mot all of the Gossypium ESTs are of high quality. To filter, we crossmatched
the public sequences against NCBI's UniVec database and used the BLAST
sequence  similarity  algorithm  to  remove species-specific  chloroplast,
mitochondrial, tRMNA, and rRNA sequences. To reduce redundancy and create

longer transcripts we assembled these ESTs using the CAP3' program. The
final assembly has been annotated by BLAST seqguence similanty searching

agaist Swiss-Prot2, TITEMBL® TAIR*Arabidopsis proteinsPrunus persica® Populus
trichocarpa® and Vitis vinifera’.

For more information on this project please contact the Cottongen development
team.

Processing Summary
MNumber of ESTs available 442 954
Mumber of ESTs available after filtering 437,185

Download the results

Resources

# Search Gossypium ESTs

+ Search Gossypium unigene
vw1.0 Contigs

+ BLAST Gossypium unigene
v1.0
Unigene Details
Library Information
Homology
KEGG
Microsatellite Analysis
Contact
Downloads




Gene/Sequence Search cont.
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Marker Search

Search Markers on Nearby Loci

Locus Distance

cM | Submit |

3501 records were returned

Locus Map Linkage Group Position Neighbor Position

A1046
A1046
A1046
A1046
A1046
A1046
A1046
A1046
A1046
A1046

A1-97 x AZAT,
A1-9T x AZAT
A1-9T7 x A2AT,
A1-97 x AZAT
A1-9T x A2AT,
A1-97 x A24T,
A1-97 x A2AT,
A1-97 x AZ4T,
A1-97 x A2AT,
A1-97 x AZAT.

F2 (1999)
F2 (1999)
F2 (1999)
F2 (1999)
F2 (1999)
F2 (1999)
F2 (1999)
F2 (1999)
F2 (1999)
F2 (1999)

AL-9T x AZAT
AL-9T x AZAT
AL-9T x AZAT
AL-9T x AZAT
A1-9T x AZAT
A1-9T x AZAT
A1-9T x AZAT
A1-9T x AZAT
A1-9T x AZAT .
A1-9T x AZAT.

F2 (1999).AA-F2_A04
F2 (1999).AA-F2_A04
F2 (1999).AA-F2_A04
F2 (1999).AA-F2_A04
F2 (1999).AA-F2_A04
F2 (1999).AA-F2_A04
F2 (1999).AA-F2_A04
F2 (1999).AA-F2_A04
F2 (1999).AA-F2_A04
F2 (1999).AA-F2_A04

22
22
22
22
22
22
22
22
22
22

A1102 34
1008 8.5
A1834 34
AT 16
A1826 11
A1808 52
A1T94 33
51140 31
ATIT 11
A1T20b 35

E
E
E
E
E
E
E
E

Al046  A1-97 x A2A47. F2 (1999
BMLO137 S5R BMLO137

BMLO140 S5R BMLO140
BHNLO148 SSR BHLO148
BMLO150 S5R BMLO150

A1097 RFLP A1097 Girx Gra, F2 (2004)
A1097 RFLP A1097 CAMD-E x Seaberry, F2 (1998)

A1-97 x AZ-AT. F2 (19991L.AA-F2 AD4 22
genomic G.h.for-sw Deltapine 90

G h.for-sw
G.h for-sw

genomic G.h.for-sw

Gtr x Gra, F2 (2004).0_D02
CAMD-E x Seaberry, F2 (1998).CS-F2_chr01

A1099 17.5

Gossypium hirsutum
genomic Deltapine 90
Deltapine 90

Deltapine 90

Gossypium hirsutum
genomic Gossypium hirsutum

Gossypium hirsutum

D _chr02 4538 458
AD chr.01 385 JB.5




Trait Search

Quantitative Trait Evaluation Search

Trait1 » Span Length |E| Between |p 72

Qualitative Trait Evaluation Search

Traitl | calyx hairs |Z| Value1

Trait2 || aaf hairs |Z| Value2
Trait3 Valuel

Calyx hairs
Leaf color
Leaf :
Leaf shape
! Lint color . S
aturity Ay Teaner CrtnRsien i " O = SV Grofham Associaion of
Im 3 El:tt;;lnégh:nr {4 Bayer CropScience %_I}m\ AgroSciences a.c:xs.-.m,lj%—i_ Agrktitun] Expesiment Sion Diectors
Fetal spot
Flant type
Follen color

Submi

nce to -b;au::teri;al blight
Seed type
STIGMA,




Search By Collection

Collection Name

Asiatic Cotton Collection (USA)
China Cotton Germplasm Collection
CMD Panel

Germplasm Name

Germplasm
Contains E|

Enter the name or partial nams ofa germplasm

by Country

search_germplasm_by_country: Country _

- [Apply
Afghanistan

Algena

American Samoa

Search Mapped Sequences by Map Name

Map Name

Search Sites for

Germplasm
Mapped sequences

Search Mapped Sequences by Genome Group

Genome group

Search Mapped Sequences by Chromosome Number

Chromosome number




Implemented Tools

FPC
Map Search | Feature Search | Matrix | Map Sets | Feature Types | Map Types | Evidence Types | Specie

GBrowse Map Search

Ref Species: AD GhxGh [Go.ssy-[:;ium hirsutumxGossypium.barbadens.e}. - Change Species
NCBI BLAST
Ref. Set: —Select— IE]

me (optionaly
Batch BLAS Bin AD GhxGb - Monsanto S3R Bin Map. (2009)

elated Maps:| Genetic : AD GhxGb - Acala-44 x Pima S-7. F2 (2004)

Genetic : AD GhxGb - CCRI-36 x Hai-7124, F2 (2007)

SR Server Genetic : AD GhxGb - CAMD-E x Seaberry. F2 (1998)
Genetic : AD GhxGb - Deltapine x Giza-83, F2 (2008)
Genetic : AD GhxGb - Deltapine-61x Seaberry, F2 (2000)
® Gossypium hirsutum: 16 kbp from hirsutumC:78,206..94,205 gz:zzg : ig ghh;gg 7 EL”;Enﬁzzfvam (201 g ma
Browser | Select Tracks Snapshots Custom Tracks Preferences Genetic : AD GhxGh - Guazuncho-2 x VHE-4602, BC2 (2005)

Search Genetic : AD GhxGb - Guazuncho-2 x VHE-4602, RIL (2009)
Landmark or Region: Ii Genetic : AD GhxGb - Guazuncho-2 x WVH8-4602, consensus (2009)
[hirsuumC:78.206.94.205 _Search | e Genetic : AD GhxGb - Handan-208 x Pima-90. F23 (2007)

Examples: hirsutumC, atp®. ——— Genetic : AD GhxGb - Palmeri x K-101, F2 (2007)
I“g;: :;Zli'u":hirsumm o S Genetic : AD GhxGb - Sic'on x F-177. F2 (2004)
. : - Genetic : AD GhxGb - TM-1x 3-79, RIL (2006)
Flwcetow - = Genetic : AD GhxGb - TM-1x 3-73, RIL (2012)
e Fone ' ' f ' et f o Genetic : AD GhxGb - TM-1 x Hai-7124, BC1 (2007)
; Genetic : AD GhxGb - TM-1 x Hai-7124, BC1 (2008)
| Genetic : AD GhxGb - Vsg x (TM-1 x Hai-7124), DH (2002)

B Region ) )
ok 10k, 20k
+ B E B HEHGC Content

! QCWMM

H Details
< 5 kbp |

| I | I
t Bt o B0k ailk ; B3k Bk

*EEBHEBRCDS

bE reading frame  petB reading frame rpof reading framerpss reading frame rps3 reading frame rplz23 reading frame

pshT reading Frame  petD reading Frame rpslll reading frame rpsld reading Frame trnl-CAU reading Frame

pshN reading frame rpl36 reading frame rplZ reading frame




Future Work

Finish transferring CottonDB and CMD data to
CottonGen

Implement and develop new Drupal interfaces to
browse, query and download data according to user

requirements

Add annotated genome sequence, transcriptome,
genotype and phenotype data

Develop genome annotation community annotation
1{e]o]



Acknowledgements

Cotton Incorporated
USDA ARS

Bayer CropScience, Dow/Phytogen, Monsanto,
Association of Agricultural Experiment Station Directors

USDA Specialty Crop Research Initiative
(funding Tripal Development)

Community of international cotton
researchers

Washington State University, Texas A&M,
Clemson University



Questlons’?



	Slide Number 1
	Topics
	What is CottonGen?
	CottonGen Structure
	Slide Number 5
	CottonGen Homepage
	Gene/Sequence Search
	Gene/Sequence Page
	Species Page
	Gene/Sequence Search cont.
	Gene/Sequence Search cont.
	Marker Search
	Trait Search
	Search Sites for�Germplasm�Mapped sequences
	Implemented Tools
	Future Work
	Acknowledgements
	Slide Number 18

